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-continued

gcaaacagaa tactgacaga tgccgagaat gaaggtatct taaaaccagg atgtaccatt 1980
atagagccgt cttcaggaaa tactggcatt ggtttggcta tggcagctgce tattaaagga 2040
tataggtgta taatcgtaat gtcagaaaaa atatccaaag agaaagaata cgtaatgaga 2100
gctttgggag ctgaagttat tagatgtcct gtcacagcta attcgttttce tccatatgga 2160
atgtttggta ctgtccatcg tttatcaaaa gaaattccca acagtattat ttttgatcag 2220
ttctctaate ccggaaatcc actgactcac tacgatacta cagcagaaga aatttatgat 2280
caatgcgaca aaaaagtaga tatgataata atgggagctg gaacaggtgg taccgttacg 2340
ggtataggaa gaaaatttaa agagatttct cccaatacgg aaatcgtttg tgcagatcca 2400
attggatcat cttttgcttt accagaaatt ataaataaaa ctgacgttac tttctgggag 2460
atagaaggta tgggctacga tttcattcce tcaaccttag accgcaaagt cattgacact 2520
tggattaaag taggtgatga gaatgccctg ccaatggcaa gaaggttgat taaggatgaa 2580
ggccttttga ttggggctag cagtggagcect atgatgtggg cggctattca agcagcgaaa 2640
gctaaaaatt atggccctgg taaaagggtt gtagttatgt taccagatag tattaggaac 2700
tacttaacaa agttcgtatg tgaccaatgg atggaagagc gaaatcttca gecttgtgta 2760
aatacaaaca accacccgtg gtggaattta aatgtctccc aattaaatct tectgtacca 2820
caaactgtac cgataaattc ttccattgaa cagactttga atctaatgaa gaaacttgga 2880
cttaaccaga tacctgcatt ggatgatcaa gggggtgttg ttggagtact ttcaatgcag 2940
ctaattatta acaaacttac atctggtaat gctacactca atgacccaat agcagatgct 3000
atagaccgac tttatcccag agttgagaaa tctgctaata ttggactcgt ctcaagagta 3060
ttggaacgtg agccttattt ggtaattttg gatacacaag gtaaaggacc ttccaagata 3120
aataagcctg caggcgttgt aactccttta gattttctac agtttatcca gaagcagcat 3180
taaatataga ggagactaat atttccacca tttaacaaaa gtaatcacca taaagtgata 3240
aaataaataa tacctaatat aatagaaata ttagaaataa tagaaattat agattataat 3300
aaataaataa gtattataat caaaaaaaaa aaaaaaaggg gcggcgcccce tttttttttt 3360
ttt 3363
<210> SEQ ID NO 173

<211> LENGTH: 843

<212> TYPE: DNA

<213> ORGANISM: Diabrotica virgifera

<400> SEQUENCE: 173

ctcataatat tatgccaaaa atttaaaata gtatttcgag gagaaattct ttataaaaaa 60
aattgtatct ttctttatat ttctggtgat atttatgaaa aacacaccag caatatgttt 120
gctatatcga ggagatcaat agctgettta acacaaatca gatcaaagac agacaaggec 180
gttttggacyg aaattattcg agtagatcat gctggagaat tgggagcaga tcgtatttat 240
gcaggccaga tgttcattct aggcagcact tcaaaagcac ctttgataag acatatgtgg 300
gaacaagaaa aacatcacaa agctacattc gaagatctaa ttagaaaaaa acgtgttaga 360
cctacagtaa tgactcctat ttggaatgtt gecaggctteg ccttaggage aggatcagca 420
ttgcttggag acaaagcagc tatggegtgt actgtggetyg tcgaaacagt aattgtagat 480
cattataatg accaactgag aactctgttg gaagatccag agtgtgataa agagcttgta 540

gaaactatta agaagtttag agacgaggaa caagaacatc atgaccatgyg cattgatcag 600



